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Key abstractions of 
generic system
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BioMart - a distributed 
architecture
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MartShell examples
MartShell> using MSD.msd get pdb_id where 

resolution_less < 1.5 and has_ec_info only;
193l
194l
1arb ...

MartShell> using MSD.msd get pdb_id where 
resolution_less < 1.5 and has_ec_info only as q;
MartShell> using 
Ensembl.hsapiens_gene_ensembl get sequence 
transcript_flanks+1000 where pdb in q;
ENST00000270142.2 ENSG00000142168.2

strand=forward chr=21 assembly=NCBI34
downstream flanking sequence of transcript 

only
AAACTAAATTAGCTCTGATACTTATTTATATAAACAGCTTCAGTGGAA

....



MartShell examples (cont)

MartShell>  using 
Ensembl.hsapiens_gene_ensembl
get gene_stable_id, hugo, go_description
where chr_name = 3 and

3.band_start = q22.1 and
3.band_end = q22.3

and est.anatomical_site = retina;

ENSG00000051382 PIK3CB phosphoinositide 3-kinase 
complex

ENSG00000163914 RHO G-protein coupled photoreceptor 
activity ...


