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Pouze fragment 1 + enzyme (diference)
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Cdk2 Hit Generation

Drug Fragment Set + targeted library (~600 cmpds)
>25 confirmed hits
Structurally diverse - would not detect with HTS
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platova metoda). Protein katalyzuje
//// Ino Iinhibitoru, pripadné si sam
gmenty, ktere se daji spojit.

» Potence se zvysi o 3-5 radu. Fragment—lead.
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