Bunécna diferenciace je proces pri kterém bunky
ziskavaji novy fenotyp, Kktery je spojen se
specifickou bunécnou funkci. Pro dany bunécny
typ je charakteristicka aktivace skupiny genu,
které jsou zodpovédné za terminalni diferenciaci.
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Enterocytic cell differentiation
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Figure 3 Tissue anatomy of the colonic epithelium. Putative stem cells (dark blug)
reside at the crypt bottom. Proliferating progenitor cells occupy two-thirds of the

crypt. Differentiated cells (green) populate the remainder of the crypt and the flat
surface epithelium. (Adapted from ref. 89.)




1. Differentiation of mouse emryonic cells (ES and EC)
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and HSA6 in human ESCs
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Inactivation of X chromosome in hESC
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Morphology of human leukemic promyelocytic
cell line HL.60 and neutrophilic granulocyte







Topographic Types of Human Granulocytes







The C-myc Gene Nuclear Location

CHROMOSOME 3




Changes in the expression of
selected genes
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The C-myc gene nuclear topography
in granulocytic nuclei




Centromeric silencing
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Beta-like globin gene cluster
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Differentiation of human hemopoietic cells

into erythroid pathway
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Differentiation of human hemopoietic cells into
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Bartova et al., Figure 3
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Diferenciace je charakteristicka nejenom specifickymi
zménami na urovni morfologie bunék, ale vyznamné se
meéni 1 struktura chromatinu. Tyto zmény v genomu
maji velky vyznam z hlediska aktivity genu a mnozstvi
jejich proteinu. Tyto vSechny uvedené bunécné faktory
urcuji vznik daného bunécného typu.




