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Prednastavena zobrazeni (Presets)

& UCSF Chimera
® UCSF Chimera
Eile Select Actions Presets Tools Favorites Help
File Select Actions Presets Tools Favorites Help

Command:|
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Z.:akladni nabidky

®* UCSF Chimera

File | Select Actions Presets Tools Favorites Help

FetchbyID...

Restore Session...

Save Session

Save Session As...

Save Image...
Save PDB...
Save Mol2...
Export Scene...

Close Session

Quit
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Z.:akladni nabidky

& UCSF Chimera

File Select | Actions Presets Tools Favorites Help

Chemistry
Residue
Structure

Seguence...

Atom Specifier...

By Attribute Value...
Zone...

Clear selection

Invert (all models)

Invert (selected models)

Select All

Selection Mode (replace)

Broaden T 1
Narrow 1 (W7

Mame Selection...

Named Selections
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& UCSF Chimera

File Select Actions | Presets Tools Favorites Help

Atoms/Bonds
Ribbon
Surface
Color

Label

Focus

Sel Pivot

Inspect
Write Lisk...
Write PDB...




Z.:akladni nabidky

# UCSF Chimera
File Select Actions Presets | Tools Favorites Help

Interactive 1 (ribbons)
Interactive 2 (all atoms)
Interactive 3 (hydrophobicity surface)

Publication 1 (silhouette, rounded ribbon, sticks)
Publication 2 (silhouette, licorice, sticks)
Publication 3 (depth-cued, rounded ribbon, sticks)
Publication 4 (depth-cued, licorice, sticks)
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® UCSF Chimera

File Select Actions Presets Ionls‘ Favorites Help

General Controls
Viewing Controls
Depiction
| structure Analysis
" " Structure Comparison
Sequence
Surface/Binding Analysis
- Structure Editing
Amber
, MD/Ensemble Analysis
__ Higher-Order Structure
< Volume Data
Demos
Movement
Utilities

Command Line
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® UCSF Chimera
File Select Actions Presets Tools Favorites | Help

Model Panel
Side View
Command Line

Sequence
ReplyLog

3 ) Add to Favorites/Toolbar...

" - preferences...
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Nacteni molekuly
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Editace molekuly
Tools — Structure editing

Doplnéni vodiku

Dopocitani naboju u atomu
Priprava vstupu pro program Dock
Minimalizace struktury

Pridani 1ontu

Solvatace molekuly

Tvorba DMS souboru
Modelovani smycek
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Analyza struktury
Tools — Structure analysis

Nalezeni vodikovych vazeb

Nalezeni prekryvu atomu

Méreni vzdalenosti, uhlu, dihedralnich uhla
Pfidani naboju



' Zobrazeni vysedku programu Dock

Tools — Structure/Binding analysis
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—I Nacteni vysledku dokovani Tools —
—IStructure/Binding analysis — ViewDock

I_

l
A

LA

i

AN



Graficke vystupy

Movie pies piikazy v souboru

Obrazky pres File — Save Image
Nastaveni rozliSeni, kvality renderovan
Vystup do png souboru

Pro kvalitni renderovani je tieba zapnout Povray
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