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Obsah (pmol/g Cerstvé hmotnosti)

Kyselina Arum Kukufice  Kukufice  PSeniee Bryophyllum Jatra

(kofen) (koleopt)  (list) (list) krysi
Citrat 16.6 1.5 0.8 0.60 8.0 0.22
Isocitrat 0.11 - - - 60.0 0.01
Jantaran - 0.2 0.2 0.2 - 0.75
Fumaran 0.90 - - - - 0.08
Malat 21.6 7.5 Q7 1.7 19.0 0.39

Obsah dikarboxylatu v rostlinach
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Srovnani kyanid insenzitivni respirace rostlinné tkané v pfitomnosti®.2 mM KCN a
rozpojovace.

Resistence(respirace na CN (%)

Druh

Gossypium kofen 36
Phaseolus kofen 61
Spinacea  listy 40
Zea koren 47
Pisum listy 39
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Nenasycené mastné kyseliny syntéza - schéma
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H3C[CH,]4,CH == C== CH[CH,]3COOH
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