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Kalibraéni krivky

Ct

log ¢

GAPDH y=

E = (10"-1/K - 1) X 100 = %

genl y=

E = (10~-1/K - 1) X 100 = %

gen 2 y=



E = (10"-1/K - 1) X 100 = %



¢ GAPDH
® genl

gen 2
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GAPDH gen 1l
\zorek Ct \Vzorek Ct
cDNA cDNA
cDNA cDNA
cDNA cDNA
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EtOH 1ul EtOH 1ul
EtOH 1pl EtOH 1pl
EtOH 1ul EtOH 1ul
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GAPDH gen 2
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cDNA cDNA
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cDNA cDNA
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cDNA cDNA cDNA
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cDNA cDNA cDNA
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DUPLEX

Bez 20% FBS |

GAPDH gen 1l
Vzorek Ct </zorek
cDNA cDNA
cDNA cDNA
cDNA cDNA
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GAPDH gen 2
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SINGLEPLEX
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Vzorek gen 2 GAPDH
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A Ct

AA Ct

A Ct

AA Ct

1.2 4
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0.6 1

0.4

0.2 A
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0.8 1

0.6 1

0.4

0.2 1




A Ct

AA Ct

A Ct

AA Ct

1.2 4

0.8 A

0.6 1
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Normalizovana exprese genu 1 vi¢i GAPDH

1S 20% FBS
2 Bez 20% FBS

Normalizovana exprese genu 2 via¢i GAPDH
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Normalizovana exprese genu 1 via¢i GAPDH
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Normalizovana exprese genu 2 va¢i GAPDH
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