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Molekularni epidemiologie

® Snaha o dosledovani vehikula/zdroje kontaminace
otvrzeni/vyvraceni epidemiologickych souvislosti

orovnani sekvenci genomu virovych agens prokazanych ulidi prostredi potravin
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Molekularni epidemiologie

> Dosledovani zdroje kontaminaci, vehikula

» Porovnani sekvenci specifickych oblasti genomu prokazanych agens —> potvrzeni

zdroje

m MX: Pairwise Distances (PhyloAnalysis.meg)
File Display Average Caption Help

B v B[ EHL L F
1

2|J‘4|§|G‘7|8‘9‘m|u‘u‘13|14‘1§|1S|17‘18|19|20‘21|11|11‘24|2§|Z€‘27|28|29‘30|31‘12‘B

1. NoV GI-1260-19

2. NoV GI-1251-19 60

3. NoV GI-1087-19 54 5

4. NoV GI-1054-19 59 & 0

5. NoV GI-1053-19 60 3 1 1
6. NoV GI-1051-19 59 [ 1 1
7. NoV GI-1050-19 58 3 1 1
8. NoV G1-1011-19 58 3 1 1
9. NoV GI-0994-19 13 57 E7 67
10. NoV GI-0598-19 53 59 54 54
1. NoV GI-1058-18 14 72 1 71
12. NoV GI-1015-18 15 75 74 74
13. NoV GI-1057-18 14 74 73 73
14. NoV GI-0953-18 14 74 73 73
15. NoV GI-0951-18 14 74 73 73
16. NoV GI-0950-18 14 74 73 73
17. NoV GI-0887-18 15 75 74 74
18. NoV GI-0653-18 15 75 74 74
19. NoV GI-0673-18 75 70 b6 66
20. NoV GI-0340-18 57 &0 E5 55
21. MoV GIH0145-18 68 |24 [ 58
22 MoV GI-0134-18 68 12 58 58
23. MoV GIH0132-18 68 |24 58 58
24 MoV GIH0122-18 68 b2 54 58
25. NoV GI-0121-18 68 E2 b 58
26. MoV GI-0120-18 649 B3 B4 54
27 MoV GH0115-18 64 il 57 57
28. MoV GI-0114-18 68 B2 58 58
29. NoV GH0113-18 68 b2 54 58
30. NoV GI-0111-18 68 12 58 58
31. NoV GI-1829-17 80 57 57 67
32. NoV GI-1827-17 68 i 54 58
33. NoV GI-1824-17 80 E7 E7 67
34. NoV GI-1820-17 44 50 [ g
35 NoV G-1819-17 18 74 73 73

it
59
72
75
74
74
74
74
75
75
i1
1
57
57
57
57
57
[
il
57
57
57
57
57
E7
13
74

6B
58
70
73
7z
T2
7
7
73
73
i1
55
57
57
57
57
57
58
56
57
57
57
34
57
6B
55
72

5@

— = ralra o ra =

b7
53
01
B0
401
201
B0
1
B0
B0
201
B0
7
201
72
[

W = e W

7
E1
37
il
GG
13
i1
57
iX]
BB
13
il
77
i1
77
54

PN IV B U P

72
B2
B4
B4
B4
B4
B4
7
E5
B4
B4
B4
78
4
78
57

— = e o

71
63
65
]
[
68
i1
649
64
68
68
]
7
2]
7
34

=

7
E3
|3
it
|3
i
it
2]
i]
B8
i
it
77
i1
77
37

73
61
70
70
70
70
70
71
i1
70
70
70
749
70
749
65

72
62
64
69
649
64
69
70
65
69
64
69
78
64
78
67

[
it
5
Li2]
54
B0
il
2]
5
k]
B3
5
E3
[
iX]

P PR L A Y g P

57

57

[i15)

[ P IR N

57

57
z
B

o= o o =

57
2
57
2
]

57

57

64

57 57

57 57 1] 57

i) [l 75 [afi]

Japan (AL2ADLIER)
Japan (ALRA0521)
the Metharlands (CFI72540)
the Pletherdands (AFJIIE003)
the Metherlands (AFI23G009)
the Metherlands (EF372523)
the (EF 3725300
the Metherands (EF372551)
the Netherlands (47 335000)
the Pletherlsnds (EF372524)
thie Metierlards (AF33E008)

—

)
‘I T e b
I
CTaWHEVDT (ELITAT] Faom X
|—— tha Mathadands (FER77R44)
—— the Nathanands (SFTHRTIS)

thia Mathed ands (EFTEE)
tha Metharlands (EFE02h49)

(EF372535)
(EF37256)
& GAFAZEN 1)

_,—tnn Matharlanes (A5 S5GUL)

—— tha Metharla s

the Metherdands (CFJ72557)
-I the Metherlands (CF372541)
the Metherands (EFI72555)

the Mathedands (EF3I72555)
S mwHEY ([EL117407)
CIswHEV14 (EU17412) Famn V
TewHEVAO (EUT 17491 Fam v
CrmwtHETT Fanm IV

CEowHEwE1 (EUT17413) Farm vill
fatec
CZowd IDWZ2 Farm VI
CZowh WA (C1LN7209) Farm Il
CZzwdIEWT (EILN17400) Farm |
CZowHEYE (ELUN17410) Farm 1l
Mew Tealand (AF21568151)
— the Metherlands (EF372334)
— the Netherlands (EF372555)
riting (AY255005)
: Jupan (AB221516)
..... dapan (AEIOSEE1)
Canmda (A5 15455)

Maxicn (AFE21ESA)

IEw23 Farm Vil

the Metharlands (&F.
E“hn Fathadands (BFTIAT

Thi Mathadands (R 5E0)
LElhn Mlathadands (7 804)
tha Mathadands (EFH025aH)

ChinalDLaaiuy )
Japan (AO0E7OT)
China (DGRFE0S1)

vyvraceni

strain Meng-LUSa (AFTEIRAF) [




Molekularni epidemiologie

® Celogenomové sekvenovani — klinicky material (vysoka virova naloz)

® Sekvenace specifickych oblasti genomu - vzorky prostfedi (nizké koncentrace virl)
¢ https://www.rivm.nl/en/hevnet
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