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Priméarni — sekvence

Sekundarni

*Chragaffovy pravidla — pomér bazi v DNA
A+G=T+C A=T G=C A+C=G+T
*Donohue — baze v tautomernich ketoformach
*Franklinova —RTG difrak¢ni analyza

Watson, Crick (1953) — dvojsroubovice
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Formy RNA
« mRNA — medidtorova, messenger,
- informacni — 5-10 %
« rRNA — ribosomalni — 80 %
* tRNA — transferova, ptenosova — 10-15 %
60 tRNA
|
TABLE 5.2 RNA molecules in E. coli
Relative Sedlme.n'tatlon Mass Number of
amount coefficient .
Type (%) (S) (kd) nucleotides
Ribosomal RNA (rRNA) 80 23 1.2 x 103 3700
16 0.55 x 103 1700
5 3.6 x 101 120
Transfer RNA (tRNA) 15 4 2.5x% 101 75
Messenger RNA (mRNA) 5 Heterogeneous
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