10. Nukleové kyseliny

Slozeni nukleovych kyselin

* Dusikaté baze — purinové, pyrimidinové
Sacharid — ribosa, deoxyribosa

H3POy4

BASE

Nukleosid \
CUKR Nuleotid — 3 Polynukleotid

H3PO4 /'

BAZE

" NH, 0
= N = N N
N% 6 N N
17 5] 7N A\ N
PURINES J:}IQ%H J\ I >—H /:li >—H
HT Sy N H™ S N H,N N N
H H H

Purine

H
=
N7 4 g

H
3
PYRIMIDINES /Q E:_’|
1
Xy H

N

Pyrimidine

Adenine Guanine

H H CHs
N/i ) N)E[ H \N)i\/
o)\N H 0)\5] H OAN H
| | |
H H H

Cytosine Uracil Thymine



B-Glycosidic linkage ( / \

N
o0 RV N
O\C/ N=—
\
H
HO  OH
117 .
P ,EP EP N /
07 o7 o7
7/ o7/ o
é o/ O/ 0
HO  OH
5'-ATP
I!
T

The basas are nitragen-cantaining ring

HE (o
HN - \x\ﬁu

HC M H
|| & | teysin
HC [
R
N
H,C C
‘K\C/ RNH
&
HC C
T ey PYRIMIDINE PURINE

compounds, either pyrimidines or purines.




9
G

BASE + SUGAR = NUCLEOSID

. &
e

BASE + SUGAR + PHOSPHATE = NUCLEOTIDE

NH,
>0 9 g A
b1 A
07 N T J
g 0§ og "o 0 N=

5-ATP



) g

oot o
. [
SLICEr _"—}_T_U—LH;-
q Q-
H
+
0 Dase phosphodiester
“O—P—0—CH. linkage
| ]
l:l_
SLK)ar
H exampla: [MA aLsgar
3'0H
3 end of chain
STRUKTURNI UROVNE

Primarni — sekvence

Sekundarni

*Chragaffovy pravidla — pomér bazi v DNA
A+G=T+C A=T G=C A+C=G+T
*Donohue — baze v tautomernich ketoformach
*Franklinova —RTG difrakéni analyza

Watson, Crick (1953) — dvojsroubovice
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Formy RNA
« mRNA — medidtorova, messenger,
- informacni — 5-10 %
« RNA — ribosomalni — 80 %
* tRNA — transferova, ptenosova — 10-15 %
60 tRNA
|
TABLE 5.2 RNA molecules in E. coli
Relative Sedlme.n'tatlon Mass Number of
amount coefficient .
Type (%) (S) (kd) nucleotides
Ribosomal RNA (rRNA) 80 23 1.2 x 103 3700
16 0.55 x 103 1700
5 3.6 x 101 120
Transfer RNA (tRNA) 15 4 2.5x% 101 75
Messenger RNA (mRNA) 5 Heterogeneous
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