Imunogenetika
a imunogenomika

| Definice |

> Klasicka
» Aktualni

| Definice |

> Klasicka
> Aktualni

Klasicka \

Studium genetickych rozdila
pomoci imunologickych
metod

Definice

Klasicka |

Genetika krevnich skupin

——
Kel
\ B3
i Bangs Y Dandd oo =
Red cel RndG
Membrane
o iy
Cytoplasm &
am
Ak,

igure 3. Structure of cell membrane showing the major and minor proteins Fy and CR1. Two major membrane complexes linked
he undarlying are depited. The Band 3 complex containing gycophorns A (GPA) and B (GPB) and R proteins, A-associated proten (AG, CDAT,

4), Cand D (GPC, GPD), Kell glycoprotein, XK glycoprotein, and Dufty (F)
ycoprotein. Aquaporin 1 (AQP), the glucose transporer (GLUTH), decay acceleraing factor (DAF, CDS5), and complement receptor 1 (CRY) are also shown. ABH act

An depicted.
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Table 1 Comparison between bacterial and human Rh proteins.

Taxonomic name Bacterial Rh homolog,

Human Rh protein family

ORF (aa) % IdSm

% 1a/Sm (aa align)

(aa dlign)

RRAG. RREG RICG RICE [
409 a9

458 417 an

Proteobacteria }

Nitrosomonas europaca 425 100100 (425) 3758354 3651 (407) 3453 (387) 2948 (I8 3149 (277)]
Nitrosomonas sp. AL212 457 ORI (O1) WSS (3ST) 3955 (407)  3US0(430) 2948 (14 331 (283)
Nitrosomonas muliformis 407 TIRA(OT)  3EST(355) 4159 (340) 3655 (313)  2R47(13) 29550 (1)
Proteobacteria 3

Geobacter sp. M21 403 S166(362)  3655(34) 3755 G01)  3USI(336) 2948 (284)  20/48 (286)
Planctomycetes

Kuenenia suutgartiensis 585 S067(360) 3355363 3959 B13) 3T (296) 25H6(2) 25046 (38)
Firmicutes-Clostidia

Closridium carboxidivorans 404 SO0 (345) 3555376 36/56 346) WSS (313) 2649 (I 28052 27
Clogridium cellulovorans 401 SO0 (345) 3658345 3660 G19)  3WS0(384)  27MT (IS 28152 (09)
Clogridium papyrosolvens 391 G (356)  3UT(G5Y IR GO6) U (379)  27MBG4) 2849 (335)
Desulforomaculum acetoxidans 400 SUGS (346)  3WST(341) 3556 (G47) 355 (292) 2750304 30053 273)
Acidobacteria

Acidobacteria bacterium 3% G175 (388)  3656(345) 36/54(42) WS(312)  27M6(3 2949 (290)
Archaa

Archaeoglobus fulgidus Amt1 391 M4 (222)  TMAQH) W3 QI6)  WAH(5I)  AHBOT) 2844 (25)
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% frequency of 2030 4045
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Figure 2. Paleolithic settlers from the last glacial maximum may be the source |
of the high frequency of D— allele in Europeans. (Top) European location of|
Paleoithic refuges at the tme of the last glacial maximum. Note migration of|
popuiation ™

s

Figure 4. Distribution of rare blood group phenotypes selected by malaria in

Africa and South East Asia. The location of rare blood group phenotypes lacking

glycophorin B (S-s-), having altered giycophorin C (Ge—; Gerbich-negative), Fy

(Duty) blood group-null allele (Fy), Si(a-) allele of complement receptor 1 (CR1),
o)

with the distribution of HbS and HbE alleles.™

puiatior 1 from|
‘American Association for the Advancement of Science). (Bottom) Distribution of the|
D- alile in Europe (from Mourant et a%; reprinted by permission of Oxford
Universiy Press).
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Table 1. Geographi Distribution of Blood Types in
Domestic or Nonpursbred Cats
TypeA Trpe8
Cauntry Refarence () 1%
USA by region] a
Northeast e %7 03
Norh contralirocky mountain 6 94 04
Southaast e w5 15
Southwest w @5 25
West coast e wus a7
Ausiralia s ma o3
England " 70 30 Table 2. Blood Type B Frequencies in United States
France " @0 150 Purebred Cats®
Switzariand " %E 04 p——
Finland Y0 00 Pursbred s Type 8 Cats
Haly " e 112
Neanands v oy as Stamess, Oriantal Shorthair, Burms,
e . oo Tonkinoso, and Russian Biuo 0%
" Maina Coon, Norwagian Forost Cat =
Austria oo 30 Abyssinian, Himalayan, Birman, Persian,
Germany " 26 &7 Somali, and Sphinx 5%-25%
Denmark - @119 Devon Rex, British Shorthair 25%-50%




