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Cirkularni dichroismus a opticka aktivita biopolymeru

) opticka aktivita — chiralni latky (aminokyseliny, cukry) uhel stoCeni roviny
polarizovaného svétla, ORD




Cirkularni dichroismus a opticka aktivita biopolymeru

) opticka aktivita — chiralni latky (aminokyseliny, cukry) uhel stoCeni roviny
polarizovaného svétla, ORD

) CD - princip, veliciny, elipticita, AA, Ag, vztah mezi ORD a CD
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Non-cooperative changes
within the same structure
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ALTERNATING A-T FRAGMENT WITH HOOGSTEEN BASE PAIRING
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DNA Triplex




DNA TRIPLEX
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A ZIPPER-LIKE DNA DUPLEX

d(GCGAAAGCT)

Shepard, W. et al.,
A Structure 6, pp. 849 - 861, 1998.
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Intercalated tetraplex of human telomeric DNA
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Berger, 1., Kang, C., Fredian, A., Ratliff, R., Moyzis, R., Rich, A.
Nat.Struct.Biol., 2, pp. 416 - 25, 1995
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Fragment in c-myc promoter

‘TCCCCﬂCCT :‘CCCCﬂCCCTCCCCACCCTCCCEH




)
[

A

ATEA A
NAAVAY

(O s-type sugar [ ant/ base

® phosphate

=1 syn base




CD spectra reflecting formation of a
guanine quadruplex
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Fragment Pu-27 of c-myc promoter:

TGGGGAGGGTGGGGAGGGTGGGGAAGG
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d(TAGGGTTAGGGT)

G20 |
External TTA loops

Parkinson, G.N., Lee, M.P.H, Neidle, S.
Nature 417 (2002) 876-880.
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Telomere DNA
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Guanine quadruplex topology of human telomere DNA 1s governed by the number of (TTAGGG) repeats.

Nucleic Acids Res. 33 (2005) 5851-5860.
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ture of the long telomere DNA look like?

Xu, et al.
Angev. Chemie (2009)
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What is the structure of the bead?
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What may be the reason that different quadruplex structures were observed by various methods?




What may be the reason that different quadruplex structures were observed by various methods?
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The arrangement of the human
telomere quadruplex is polymorphic
AG(TTAGs), and
| Gs(TTAGs)16 depends on DNA concentration.
260 300 The particular structures may perform
wavelength [ distinct functions.




