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Tumor Suppressor Candidate 3 (TUSC3) gene is a subunit of enzymatic complex 

(oligosaccharyltransferase) responsible for the N-glycosylation of proteins. Loss of TUSC3 

expresion in ovarian cancer cells promotes aggressiveness of the disease (increase invasion and 

spreading) and limits survival of patients. In cultured cells, it induces profound phenotypical 

changes, most probably due to alterations in the glycoproteome. In vitro silencing TUSC3 gene 

causes possibility to study different ovarian cell types, expression proteins, and their post-

translational modification. Changes in mass spectra profiles are reflecting changes in the inner 

cellular environment allowed discrimination using multivariate statistical methods or 

classification via self-learning approaches e.g. artificial neural networks (ANN) [1]. As model 

2 human and 2 mouse ovarian cancer cell lines were selected. The mass spectra obtained from 

intact cells with or without TUSC3 silencing were post-processed and evaluated using the R 

Studio.  
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