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MolStar

= Webova aplikace pro vizualizaci proteint a ligandu

= Zvlada i extrémné velké systemy

= |ntegrovany v Protein Data Bank

= Vyvijeny u nas v Narodnim centru pro vyzkum biomolekul, ve spolupraci
s EMBL EBl a RCSB PDB

= https://molstar.org/

Mol* (/'molstary) is a modern web-based open-source toolkit for

visualisation and analysis of large-scale molecular data

Open Mol* Viewer
Documentation

Issues & Feedback

level models at atomic detail with tens of millions of atoms, or display

| 3 huge models obtained by I/HM such as the Nuclear Pore Complex.

EPCEITEC


https://molstar.org/

MolStar

% Mal* X 3 Mol* Viewer X 23 Mol* Viewer
C @ molstar.org/viewer/

Sequence  No structure available

n @ Home
- ~ Download Structure
= Source PDB
PDB Id(s) 1tgn
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v Add Trajectory

+  Download Density
+  Download File

+  Open Files

+ Download

¢+ Load CellPack

v+ Load Genome 3D (G3D)

Remote States

Muclear Pore Complex
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1RB& Annotated Assembly
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1 I 14:28:23  Mol* Plugin 1.2.7 [12/19/2020, 11:52:32 AM]
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Vizualizace 3D souradic molekuly
Vizualizacni model cartoon

" = ol X
% Mol* X % Mol* Viewer X 3% Mol* Viewer o | +
« =-> C @ molstar.org/viewer/ r 0 :
Sequence of 1TQN |Crystal.. * l:icytochrome.. $ A % @
@~ °8 O State Tree . - - - . . . L . || Structure Tools
M ‘lSEGLF?G(I_GI PGPTPLPFLGNILS ‘."“:K':SF\'.'!'iF Dl‘ECHKKYGKVWGFYDSQQPVI‘.AI?D PDMI KTVI.VE(ECYSV FINRRPFGEVGEMKSAT
8 vl 1TQN 1 model § © | STAEDEEWKRLRSLISPTFISGKIKEMVEIIAQYGDVIVRNLRAEAETGKFVTLKOVEGAYSUDVITSTSFGVNT DSLANPQDEFVENTKIALLAF D €3 Structure
LDPFFLS T TV PF LIPS L EVINICVE BREVINFLRKSVKRMKE SR LA D TORHRVDEL QLM DSONSKETE SHKALS D ELVAQSTI F1 FAGYETTSS
v l Model 1 o ® = o A A =2 o A AL s 1TQN | Crystal Structure of Human ... a
@ _ = ¢
hd l Assembly 1 3999 elements o @ G2 5 Type Assembly
v l Polymer 3766 elements g @ ® Asmid  1: Author Defined Asse...
l Cartoon 0o @ RN Focuse I
> l Ligand 49 elements o @ =
% Measurements
l Ball & Stick i ® B =
+ Add €3
b4 l Water 190 elements o ©
= @ Components 1TQN
l Ball & Stick o @ —
) = [ Preset + Add =
lUtheIllzzz o ¥
Polymer Catoon ®© [
Ligand Ball &Stk ® @
Water Ball&Stick © 0§
Unit Cell 1222 *
# Volume Streaming 1TON
v/ Enable 2=
M Assembly Symmetry 1TQN
v Enable
& Export Animation
14:36:24  Created Ball & Stick in 19ms.
14:36:24  Created Ball & Stick in 19ms.
g 14:36:24  Updated Structure Focus Representation in 2ms.
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Vizualizace 3D souradic molekuly
Volba vizualizacnich modelu

" & (m] X
% Mol* X % Mol* Viewer X i3 Mol* Viewer X | +
& = C @& molstarorg/viewer/ e e :
Sequence of 1TQN | Crystal.. + 1:cytochrome.. + A * @
N "3 O State Tree . - . o - - . . s LS Structure Tools
MALYGTHSHGLFKKLGIPGPTPLPFLGNILS YHKGFCMF DMECHKKY GKVWGE Y DGQQPVLA I TP DMIKTVLVKECY SVETNRREFGEVGEMKSAT
2 132 52 162 72 1 52 202 2,
il l 1TQN 1 model i ® STAEDEEWKRLRSLLSPTFTSGKLAEMVPTIAQYGOVIVRNLRAE AETGKPVTLKDVF GAY SMDV I TS TSFGVNT DSLANPQDE FVENTKKLIRF D €2 Structure
222 232 242 352 2€2 272 282 302 12
B LDPFFLSITVEPFLIPILEVLNICVFPREVINFLRKSVKRMKESRLEDTQKERVDFLOLMI DSQNSKETESHKALSDL FTVAQSIIFIFAB!LLL:Z
v l Model 1 g ® 2L S i T =2 L e o2 oS 1TQN | Crystal Structure of Human ... [l
©] = ¢
he l Assembly 1 3999 elements o @ CZ, s Type Assembly
v l Polymer 3766 elements g @ ® Asmid  1: Author Defined Ass...
l Cartoon 0o @ AN othing Eocused o
v l Ligand 49 elements o @ =
¥, Measurements
l Ball & Stick o @ Y .
+ Add =
hd l Water 190 elements o ®
= @ Components 1TON
l Ball & Stick o ® PO
) = [ Preset + Add =
l UnitCell 1222 o ¥
Polymer Catoon @ @
~ Add Representation
Cartoon
Ball & Stick
Gaussian Surface
Gaussian Volume
Label
Line
Molecular Surface
Orientation
Point
Putty
Spacefill
- » Cartoon Representation [s
Ligand Ball &Stick @ O
I 14:36:24  Created Ball & Stick in 19ms.
14:36:24  Created Ball & Stick in 19ms. Water Ball &Stick ® 0O
S 14:36:24  Updated Structure Focus Representation in 2ms. P e
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Vizualizace 3D souradic molekuly
Vizualizacni model Ball & Stick

; = [m] X
% Mol* X 5" Mol* Viewer X 2% Mol* Viewer x| +
> C @ molstar.org/viewer/ h*e e :
Sequence of 1TQN | Crystal.. # T:cytochrome.. # A # ®
N "8 O State Tree . ™ - o . - ~ o . X Structure Tools
LT YGTHSEGLFKKLGI PGPT PLPFLGNI LS YHKGF CMF DME CHKKY GKVWGE YDGQQEVLAITDR P
2 132 52 17 182 9 202
8 - I 1TQN 1 mede! 0 ® St é‘zFTHKRT RSLL ‘?QTFTSFWYLa’z’m’.‘IIAQ’;'GEVLVRNIRR_AETGKPVTLK%VFGAYSIDVITSTSE‘SW’@I%SLNNPQDPEVENTML&%:‘ZBF 1:2 Structure
22 232 42 352 2 272 S2 0. 312
B LDPE‘""L%ZTVFPFL:?ILWLNIM;MFLRK%‘KMKP L 3|€ TQKHRVDFLQLMIDSONSKETESHKAL Q?‘T FTVAQbu.gfrAvam T
> l Model 1 g ® = = Y o o R B sy e 1TQN | Crystal Structure of Human ... a
0} 5 o
v I Assembly 1 3999 elements o @ U2 v Type Assembly
v l Polymer 3766 elements d @ ® Asmid  1: Author Defined Asse...
Cartoon g ® BN ocuse *
l Ball & Stick @ £
¥, Measurements
. l Ligand 49 elements @ ) .
+ Add =
l Ball & Stick o ®
= ® Components 1TON
v I Water 190 elements o @ PO
= [ Preset + Add ®= 9D
l Ball & Stick i @
2 .3 0
l UnitCell 1222 o ¥ Polymer 2reps ® §
Ligand Ball &Stick ® @
Water Ball&Stick ® 0O
UnitCell1222 ®
# Volume Streaming 1TON
7
Pozor, ostatni v Enatle
maody je nutno P Assombly Symmetry
v/ Enable
Vyp " & Export Animation
14:36:24  Created Ball & Stick in 19ms.
14:36:24  Updated Structure Focus Representation in 2ms.
= I 14:41:17  Created Ball & Stick in 255ms.
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Vizualizace 3D souradic molekuly
Vizualizacni model Line

= a X
% Mol* X 3% Mol* Viewer X 4% Mol* Viewer X | +
&« > C @ molstar.org/viewer/ D g e
Sequenceof 1TQN |Crystal.. ¢ T:cytochrome.. * A # @
ﬁ % U s‘ate Tne 32 42 5z €2 72 £2 s2 102 112 \ Stmcmre T“ls
"IALX "THSHGLF'-(KLGI PGPT:LPFLGNILSV‘*KG“CMF DMEC“IKKYGK\MGFYDGQQPViAITDDWIKTVLVK'CYSVmRRPFGWGEWSAI
il 1TQN 1 model g ® SIAEDE._WKRLRSLLSDII:TSGKI.K’.‘.INPIIAQYGDVLVRNIRR.AETGKPVTLKDVFGAYSMDVITSTSFGVNIDSLNNPQDPEVE‘_NTMLRFDF €3 Structure
Q)] LDPF" FLSITV"'PFL’PIL"VLNICVFPREVTNFLRKSVKRMKESRLEDTQKhRVD"LQLMIDSQNSK:TP SHKALSDLELVAQb I .u: J.!AL:!J'.J. 1:3:
> l Model 1 o @ 1TQN | Crystal Structure of Human ... a
@ _ & @
A l Assembly 1 3999 elements 0o ® 2 ') Type Assembly
v l Polymer 3766 elements o @ ® Asmid  1: Author Defined Asse...
l Cartoon o ® AN thing -
l Ball & Stick o ® =
#. Measurements
l Line o @ ) .
+ Add =
vl Ligand 49 elements 0o @
® Components 1TQN
l Ball & Stick o ® e
[ Preset + Add E R O
v l Water 190 elements o @
l Ball & Stick 0o @ Polymer 3reps @ 0O
l UnitCell 1222 o = Ligand Ball&Stick ® @
Water Ball &Stick © 0O
UnitCell 1222 (N
# Volume Streaming 1TQN
v/ Enable 2=
¥ Assembly Symmetry 1TON
v/ Enable
8 Export Animation
i 14:36:24  Updated Structure Focus Representation in 2ms.
14:41:17  Created Ball & Stick in 255ms.
e 1455335  Created Line in 53ms.
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Vizualizace 3D souradic molekuly
Vizualizacni model Putty

= a X
% Mol* X % Mol* Viewer X 5% Mol* Viewer X | +
(¢ @ molstar.org/viewer/ b o
Sequence of 1TQN | Crystal.. + 1:cytochmme... : A @
N °8 O State Tree . N o = LY Structure Tools
HSHGLFH aIFuPTTlP'L@lILSY HKGE
"8 - I 1TQN 1 medel 0o @® 32 Structure
B . l Model 1 o @ 1TQN | Crystal Structure of Human ... a
©) 5 ¢
v I Assembly 1 3999 elements o @ 2 {4 Type Assembly
v I Polymer 3766 elements o @ ® Asmid  1: Author Defined Asse...
l Cartoon o ® RN F e K
l Ball & Stick o ® 3=
¥, Measurements
l Line o = B N
+ Add =
l Putty o ®
; = ® Components 1TON
v l Ligand 49 elements o @
= [l Preset + Add EF 9
l Ball & Stick o @
v l Water 120 elements g ® Polymer gy @1 H
l Ball & Stick o @ Ligand Ball&Stick ® [
l UnitCell 1222 o = Water Ball &Stick ®© 0O
UnitCell1222 ®
# Volume Streaming 1TQN
v/ Enable £
M Assembly Symmetry 1TQN
v/ Enable
@ Export Animation
I 14:41:17  Created Ball & Stick in 255ms.
I 14:53:35  Created Line in 53ms.
= I 14:54:42  Created Putty in 90ms.
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Vizualizace 3D souradic molekuly
Vizualizacni model Spacefil

o : L = o X
%2 Mol* X Mol* Viewer X i3 Mol* Viewer X ' +
(&) @ molstar.org/viewer/ S o
Sequence of 1TQN|CrystaI... s 1:cytochrome... s A= @
@~ °8 O State Tree ) Xy Structure Tools
HKG \’.""‘FD’LE\.'H‘»("‘GK\MGFXDJQQEVI.AITD'E‘{IK"'VI_VK_C SV"'TN‘-“R?FGPVG._MKQA_
- l 1TQN 1 mode! g ® iV:IIAo&GEVLVRNlRR:.ALT\.‘{P'V"LKDVFGaXQMZ\V'TQT“FV'VNI'\S.‘ "QD?'VE}.TK.KILRFDE €3 Structure
_V'ku"VF.. VTI\F_RKQV"(R.KE""R‘LLLJ<rKVE”LdJ‘*D—JV KETE S}'K_.IFD'
v I Model 1 o ® 1TQN | Crystal Structure of Human ... a
® =
- I Assembly 1 3999 elements o @® 2 Type Assembly
v, l Polymer 3766 elements o @ Asmid 1: Author Defined Asse...
Cartoon o ¥ & W

l Ball & Stick [ R =
#. Measurements
l Line o = [N
+ Add 5
l Putty 0o ®
@ Components 1TQN
l Spacefill o ® P!
= [ Preset + Add g= 9
> ‘ Ligand 49 elements o @
l Ball & Stick o @ Polymer Sreps ©® @©
v l Water 190 elements o @ Ligand Ball &Stick ® [
l Ball & Stick o @ Water Ball&Stick © [
l UnitCell 1222 g ¥ UnitCell 1222 8
# Volume Streaming 1TON
v/ Enable =
# Assembly Symmetry 1TON
v Enable

& Export Animation

14:53:35  Created Line in 53ms.
14:54:42  Created Putty in 90ms.
14:56:06  Created Spacefill in 26ms.
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Vizualizace povrchu molekuly
Vizualizacni model Molecular Surface

= O X
% Mol* X % Mol* Viewer X % Mol* Viewer X | +
C & molstar.org/viewer/ hr g G
Sequence of 1TQN | Crystal.. #  T:cytochrome.. * A # (0]
@~ °8 O State Tree - . Xy Structure Tools
{ 'Pn.P""I. LG’JTLSY Kf'F"‘MFDME »(KVGK\MGEYD.:QQPVI_AITD'EMIK"VIVK'CXSV"TNRR:‘FGPVG_VKQA'
8 vl 1TQN 1 mode! g ® FISGKIECIN’IIaQ‘xGDVLV'RNIR*‘-’;AETCKPV"LKDVE’GA‘!5‘43\7 T*T‘E”VNIDSL}W?QDP"V?E{\TMLRFDE‘H €3 Structure
B "V‘..NI\’.‘VF"REVH\FJ..RKSVKRHI(E‘“CEDTQ(}'RVB“LQ..M"D‘:Q\JSTI:SPK._LQDLEIV;Q 'IFi t:x"u:-
- I Model 1 o ® e 1TQN | Crystal Structure of Human ... [l
Q _ = ¢
v I Assembly 1 3999 elements o ® U2, {4 Type Assembly
. l Polymer 3766 elements g @ ® Asmid  1: Author Defined Ass...
lCartoon 0o ¥ [ 0 Focused K
l Gaussian Surface o ® =
#. Measurements
l Gaussian Volume o ® N .
+ Add =
l Molecular Surface 0o @
@ Components 1TON
b l Ligand 49 elements o @ O
) = [l Preset + Add = 9
l Ball & Stick [5 R
N l Water 190 elements o @ R e @ | B
. _ Molecular Surface
Ball & Stick o @ ;
Orientation
l UnitCell 1222 o ® Point
Putty
Spacefill
Non-covalent Interactions
Validation Clashes
Membrane Orientation
» Set Coloring
» Modify by Selection
® Select This
Edit Label
= » Cartoon Representation o=
r G ian Surface Rep 0o ¥
I 14:59:19  Created Gaussian Surface in 597ms. v G ian Vol Rep o =
I 14:59:36  Created Gaussian Volume in 64ms, * Molecular Surface Representation 0 @
< I 14:59:47  Created Molecular Surface in 1.749s.
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Vizualizace povrchu molekuly
Vizualizacni model Gaussian Surface

= O X
% Mol* X i3 Mol* Viewer X 4% Mol* Viewer X | +
[¢] @ molstar.org/viewer/ T G
Sequence of 1TQN | Crystal.. #  T:cytochrome.. * A # (0]
N °8 O State Tree - . . L X Structure Tools
Pn.P""I. LG’JTLSY Kf'F"‘MFDME\_-I»(K"GK\MGEYD.:QQPVI_AITD"EMIK"'VIVK'CxSV.- 'RR.-FGP’V(.S‘_VKQA-
8 vl 1TQN 1 mode! g ® FISGKIECMV:’IIanGDVLV?}IIRWLAETCKPV"LKDY?‘GAES‘DV T*T‘E”VNIDSL}W?QDP"V?E{\TMLRFD:‘H €3 Structure
B LDPF "LS-:'V.—:FL-:LLTV_'..NI\:VFQREVH\FLRKSVKRHKEQ:C‘EDTQ‘G‘RVB“LQ..MYDQQ\JSTT:SPK__LQDLEIV;QS I J.Fi FAGYET 1:-_
- I Model 1 o ® e 1TQN | Crystal Structure of Human ... [l
Q _ 5 ¢
v I Assembly 1 3999 elements o ® U2, {4 Type Assembly
. l Polymer 3766 elements g @ ® Asmid  1: Author Defined Ass...
lCartoon 0o ¥ [ 0 Focused KA
l Gaussian Surface o @ ]
#. Measurements
l Gaussian Volume o ® N .
+ Add =
l Molecular Surface o W
@ Components 1TQN
b l Ligand 49 elements o @ O
) = [l Preset + Add = 9
l Ball & Stick [5 R
v l Water 190 elements o @ Polymer jeny @ | B
. _ Molecular Surface
Ball & Stick o @ ;
Orientation
l UnitCell 1222 o ¥ Point
Putty
Spacefill
Non-covalent Interactions
Validation Clashes
Membrane Orientation
» Set Coloring
» Modify by Selection
® Select This
Edit Label
= » Cartoon Representation o=
r G ian Surface Rep o o
I 14:59:19  Created Gaussian Surface in 597ms. v G ian Vol Rep o =
I 14:59:36  Created Gaussian Volume in 64ms, * Molecular Surface Representation 0 &
< I 14:59:47  Created Molecular Surface in 1.749s.
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Vizualizace povrchu molekuly
Vizualizacni model Gaussian Volume

% Mol X % Mol* Viewer X 5% Mol* Viewer x| + RO
& = C @& molstarorg/viewer/ w o &
[ |
Sequence of 1TQN | Crystal.. # Tlicytochrome.. $ A (0]
@« °8 O State Tree ]y Structure Tools

32 a2 52 €2 72 82 sz 202 112
MALYGTHSEGLFKKLGIPGPTPLPFLGNILSYHKGFCMF DMECHKKYGKVWGEYDGQOPVLAITDPDMIKIVLVKECY SVFINRRPFGPVGEMKSAT

Dlz 122 132 142 152 162 172 182 192 202 212
- l 1TQN 1 mode! o ® SIAEDEEWKRLRSLLSPTFTSGKLKEMVPIIAQYGDVLVRNLRREAETGKPVILKDVEGAYSMDVITSTSFGVNIDSLNNPQDPEVENTKKLLRFDE Q Structure
B | LDP: FE’L?IZTVFPFLE PZ%?EVLNICVF g?EVD{FLRKé%I’KRmSRLéE&QKHRVDFﬁCﬁMI DSQNSKETESHKALS]S%;ELVAQSI I I:s'%zi'Z‘AGYE'I'‘1'S§:Lz
- l Model 1 o @ s S S = s o s i ~ 1TQN | Crystal Structure of Human ... ]l
Q S ¢
he l Assembly 1 3999 elements | [ i Type Assembly
v l Polymer 3766 elements i @ ® AsmId  1: Author Defined Ass...
l Cartoon o ® A RN Nothing Focused Ky
l Gaussian Surface o ® =
¥, Measurements
l Gaussian Volume o @® Y .
+ Add =
l Molecular Surface 0o ® {
= @ Components 1TON
2 l Ligand 43 elements 0o ® ES
[ Preset + Add E R O]
l Ball & Stick o @
v l Water 190 elements o ® Polymer ooy @ B
. _ Molecular Surface
Ball & Stick o @ 3 R
Orientation
l UnitCell 1222 o = Point
Putty
Spacefill

Non-covalent Interactions
Validation Clashes

Membrane Orientation

*» Set Coloring
» Modify by Selection
(® Select This

I Edit Label

» Cartoon Representation o ®
» Gaussian Surface Rep [n IR
14:59:19  Created Gaussian Surface in 597ms. o Rep o @
14:59:36  Created Gaussian Volume in 64ms, » Molecular Surface Representation T &
- = 14:59:47  Created Molecular Surface in 1.749s. 2 Z @"C’E I’&I— E —




Vizualizace experimentalnich dat
Elektronova hustota

0 = m} X
% Mol* X % Mol* Viewer X 4% Mol* Viewer X | +
& - C @& molstarorg/viewer/ e o
Sequence of 1TQN | Crystal.. *#  Tl:cytochrome.. + A # @
@ °8 O State Tree - . . - X/ Structure Tools
MRLYG '15!'GLFTC‘(LGIPGPTTI”!LG\IILS‘.’PK""\’.'MFDI‘IE\. .GKVWGF!DdQQPVlaITD:DMI'('VLVK—C‘!SVFTNH?FGPVG—‘{KSA-
8 - I 1TQN 1 medel o ® S..AEDE WKRJ.R“LLS’THSGICLK:!N“IIAQ‘IGEVLVRNLRR_AETGKPV"L‘(DVFGAYSM.V.LTST“FFVNIDSLNNDQDP'VEK\TAGCLLRFD: 0 Structure
B LDP.EI“"V‘i’FL"IL’VLNI“VFﬁREVII\FLRKSVKRHKFQQx 3I€ 1.)-<rxvu-‘r ’)YMT DSQNSKE 1_SI-K‘HL=DJ..ELVAQSTI IFm;x-u:i o
v I Model 1 o ® S 5 1TQN | Crystal Structure of Human ... a
@ _ S ¢
- l Assembly 1 3999 elements 0o % £ Type Assembly
v l Polymer 3766 elements o @ ® Asmid 1: Author Defined Asse...
l Cartoon o @ RN t Focused K
b l Ligand 49 elements o @ =
#. Measurements
l Ball & Stick i e R =
+ Add =
- l Water 190 elements 0o @
@ Components 1TQN
l Ball & Stick i ® pe
) = [ Preset + Add ]
l UnitCell 1222 o =
Polymer Catoon ® @
Ligand Ball &Stick @ @
Water Ball&Stick ®© 0O
UnitCell 1222 o
# Volume Streaming 1TON
v Enable ==
# Assembly Symmetry 1ToN
v Enable
& Export Animation
15:23:00  Created Ball & Stick in 26ms.
15:23:00 Created Ball & Stick in 12ms.
< 15:23:00  Updated Structure Focus Representation in 3ms.
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Vizualizace experimentalnich dat
Elektronova hustota

0 = m} X
% Mol* X % Mol* Viewer X 4% Mol* Viewer X | +
« > C @ molstar.org/viewer/ b e
Sequence of 1TQN | Crystal.. *#  Tl:cytochrome.. + A # @
@ °8 O State Tree - . . - X/ Structure Tools
MRLYG -15!-GLFTCGGIPGPTS].D::LG\IILS‘.’}'K’"\’.'MFD{\IE\. .GKVWGF!:).:QQE'VLF.ITD:DMI('VLVK—C‘!SVFTNH?FGPVG"‘{KSA-
8 - I 1TQN 1 medel o ® S..AEDE WmR“LLS’TFISGICLK:!N“IIAQ‘IGEVLVRNLRR_.AETGKPV"L‘(DVFGAYSM.V.LTST“FFVNIDSLNNDQDP'VEK\TmLRFD: 0 Structure
B LDP.EI“"V‘i’FL"IL’VLNI“VFﬁREVII\FLRKSVKRHKFQQx 3I€ 1.)-<rxvu-‘r ’)YMT DSQNSKE 1_SI-K‘HL=DJ..ELVAQSTI IFm;x-u:i o
v I Model 1 o ® S 5 1TQN | Crystal Structure of Human ... a
@ _ S ¢
- l Assembly 1 3999 elements 0o % £ Type Assembly
v l Polymer 3766 elements o @ ® Asmid 1: Author Defined Asse...
l Cartoon o @ RN t Focused K
b l Ligand 49 elements o @ =
#. Measurements
l Ball & Stick i e R =
+ Add =
- l Water 190 elements 0o @
@ Components 1TQN
l Ball & Stick i ® pe
) = [ Preset + Add ]
l UnitCell 1222 o =
Polymer Catoon ® @
Ligand Ball &Stick @ @
Water Ball&Stick ®© 0O
UnitCell 1222 o
# Volume Streaming 1TON
# Assembly Symmetry 1ToN
v Enable
& Export Animation
15:23:00  Created Ball & Stick in 26ms.
15:23:00 Created Ball & Stick in 12ms.
< 15:23:00  Updated Structure Focus Representation in 3ms.
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Vizualizace experimentalnich dat
Elektronova hustota

= m] X
% Mol* X % Mol* Viewer X  $% Mol* Viewer X | -+
- C @ molstarorg/viewer/ e 0 :
Sequence of 1TQN |Crystal.. $ Tlicytochrome.. $ A % @
N °8 O State Tree . . - - . ., . s | Structure Tools
MAL YETHSHGLFEG.(I‘_GI PGPTPL PFLGNILéYHK_GFCMF DbECHKKYGKVWGEYDSQQF’VI_.AI'.FDPEMIKTVIVKECYSV?TNRR?FGPV@MSAI
il I 1TQN 1 mode! & © | STATDEEWKRIRSIISPTFISGKLKEMVPIIAQYCDVLVRNLRRE AETGKEVTLKOVEGAYSMDY ITSTSFGVNT DSLANEQDE FVENTKILIAFDE €3 Structure
22 23 42 352 2 272 S2 0 12
B LDPFH%I F PFLZ?IL%V'.LNICVFSREVTNFLRKS?/KH‘!KESRL%%}T‘QKHRVE FLQLMIDSONSKETESHKA T.Q?‘T EL VAQSIIE%IzFAl:!:.J. Lbf
> I Model 1 o ® o o e o i S e R e 1TQN | Crystal Structure of Human ... [l
©) = ¢
v I Assembly 1 3999 elements o ® L2 £ Type Assembly
- l Polymer 3766 elements o o ® Asmlid  1: Author Defined Ass...
l Cartoon o @ AN g Focusec “
> l Ligand 49 elements o @ =
¥ Measurements
l Ball & Stick o @ [N
+ Add =
v l Water 190 elements o ®
= @ Components 1TQN
l Ball & Stick i @ st
= [ Preset + Add =
hd l Volume Server 1tgn o ©
- l Volume Streaming Selec.. 0O @ Polymer Caioonl) @ | 0
l UnitCell 1222 g = Ligand Ball &Stick ® O
Water Ball &Stick @ 0O
Unit Cell 1222 (N
# Volume Streaming 1TON
+ 2Fo-Fco ® 15 ©
+ Fo-Fc(+ve) o [ ] 3 @
+ Fo-Fc(-ve) o o) 3 ®
Entry 1tgn
View Around Focus
c Nothing to Update
. » Controls Help
15:24:41  Updated 1.5 g [2fo-fc] in Tms.
15:24:41  Updated 3 g [fo-fc(+ve)] in Oms. # Assembly Symmetry 1TON
15:24:41  Updated -3 ¢ [fo-fo(-ve)] in Oms. S

[Ty
Tk
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Vizualizace experimentalnich dat
Elektronova hustota

3 = m] X
% Mol* X % Mol* Viewer X  $% Mol* Viewer X | +
- C @ molstar.org/viewer/ e G
Sequence of 1TQN |Crystal.. $ Tlicytochrome.. $ A % @
@~ 8 O State Tree . _ L Structure Tools
MALY -T'IS}'GLFT(KL PGP:."IP?LG\]J.LSYI'KPFCMFDI‘E\.'IKKYGKVWGF’!:).:QQF’VL-.ITD'EXI'{"'VIVK_CYSV'TN"\R?FGPVG—‘(KQA'
- l 1TQN 1 modet o 'AE:)E W'KRLRQLL IHSG}Q‘K:MV:IIAQYGEVLNU.RP._AETGKPV—L@VFGAYS!QV‘TSTQE(.VNIDSLNN:QDP-VEI\TMLRFDE Q Structure
LDPF n*' FPFLIP .‘NICVFPREVTI\FLRKSVKPIH(E‘::QLDTQ(}RVE?T i MT'}QQXJSFI‘QFR"T cT‘I FTWQS I I""IFAL-:I" T Lb- =
- I Model 1 8] = e A * 1TQN | Crystal Structure of Human ...  [Jl
) 5 &

o

ol
© @6 @ @ © 6 © © © o o
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Vizualizace anotaci
Obarveni podle vlastnosti
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Vizualizace anotaci
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Vizualizace anotaci
Obarveni podle vlastnosti — kvalita
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Vizualizace anotaci
Obarveni podle vlastnosti - kvalita
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Vizualizace proteinovych assemblies
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Vizualizace anotaci
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