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Nemesis




l Nemesis

Starting the program:
S module add nemesis

S nemesis
Mouse:
Left mouse button selection
Middle mouse button rotation
Right mouse button translation
Scroll wheel zoom
Modifiers:
Shift XZ ->Y moves
Ctrl toggles between secondary and primary manipulator




l Nemesis - Build Project
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Force field settings for optimization: menu Geometry-> Optimizer Setup




l Geometry optimization

1) Project: Trajectory
2) Fille-> Import Trajectory as -> Gaussian Geometry Optimization
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lVibration visualization

1) Project: Trajectory
2) Fille-> Import Trajectory as -> Gaussian Vibrations
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