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MolStar

= Webova aplikace pro vizualizaci proteint a ligandu

= Zvlada i extremne velké systemy

= Integrovany v Protein Data Bank

= Vyvijeny u nas v Narodnim centru pro vyzkum biomolekul, ve spolupraci
s EMBL EBI a RCSB PDB

= https://molstar.org/

¢ C @ molstarorg * @ :

Q D%

Mol* (/'molstary/) is a modern web-based open-source toolkit for

visualisation and analysis of large-scale molecular data

Open Mol* Viewer
Documentation
Issues & Feedback
High-performance graphics and data handling of the Mol* Viewer allow
ise up to hundreds of (superimposed)

render cell-
level models at atomic detail with tens of millions of atoms, or display

users to simultaneously vi:

protein structures, play mol r dynamics trajec

| = huge models obtained by I/HM such as the Nuclear Pore Complex.
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https://molstar.org/

MolStar

% Mol* X % Mol* Viewer X £% Mol* Viewer
[&; @ molstar.org/viewer/

Sequence  No structure available

o Home

~ Download Structure

@ & P

Source PDB

€]

PDB Id(s) 1tgn

» Options
c
v Add Trajectory
+  Download Density
+  Download File
+  Open Files
+ Download
¢+ Load CellPack

¢+ Load Genome 3D (G3D)

Remote States

Nuclear Pore Complex
NPC-CIF

1RBS Annotated Assembly
Zika+EM

Cytochromes Superposition
AS

ASX

ASX-1 Something

9 I 14:28:23  Mol* Plugin 1.2.7 [12/19/2020, 11:52:32 AM]

1
v

2

Ty
L

£ ®

it

&

* @

X Structure Tools

1 Structure

L
g
o

¥ Measurements

1
v

+ Add

1y
Tl

@ Components

& Export Animation

DPCEITEC



Vizualizace 3D souradic molekuly
Vizualizacni model cartoon

; = (] X
% Mol* X i3 Mol* Viewer X i3 Mol* Viewer X | +
& —= C @& molstar.org/viewer/ e o :
Sequence of 1TON |Crystal... $#  Ticytochrome.. $ A (0]
n g O State Tree . . - . - - . o LS Structure Tools
i SHGLFKKLGIPGPTPLPFLGNILS YHKGRCME DNE CHKKY GKVWGE YDGO0PVL AT TDEDMIKTVLVKE CYSVE T RREFGEVGEMKSAT
p& 132 152 152 162 2 1 152 202 212
i vl 1TQN 1 modei o ® STAEDEZWKRLRSLISPTFTSGKLXEMVRI IAQYGOVLVRNLRREAETGKPVT LKDVFGAY SMDVITSTSFGVN I DSLNNEQDREVENTKKLLRFDE 3 Structure
222 232 242 352 2€2 272 252 302 312
B LDPFFLEITVEPFLI P  LEVINICVE PREVINF L RKSVKRMKE SRLE D TQKERVDFLQLMI DSQNSKETE SHKALSDLELVAQST I FIFAGYETTSS
v I Model 1 o ® = o s o e e e e e 1TQN | Crystal Structure of Human ... a
® = 5
'l Assembly 1 3999 elements o @ L2 ¢ Type Assembly
v l Polymer 3766 elements o @ ® Asmid  1: Author Defined Asse...
l Cartoon o ® RN Focusec -
'I Ligand 49 elements g @ 7
#. Measurements
l Ball & Stick o ® 3 -
+ Add =
x l Water 190 elements o @
lBaII&Stick i o $) Componmots sl
l Unit Cell 1222 = [ Preset + Add £
nr ell | S
Polymer Catoon ® @
Ligand Bal&Stick ® [
Water Ball&Stick ®© @O
Unit Cell 1222 ®
# Volume Streaming 1TaN
v/ Enable 7
& Assembly Symmetry 1TaN
v Enable

& Export Animation

14:36:24  Created Ball & Stick in 19ms.
14:36:24  Created Ball & Stick in 19ms.
14:36:24  Updated Structure Focus Representation in 2ms.
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Vizualizace 3D souradic molekuly
Volba vizualizacnich modelu

= (] X
% Mol* X 5% Mol Viewer X =% Mol* Viewer x| +
« > C @ molstar.org/viewer/ B g o :
Sequence of 1TQN | Crystal.. #  Tl:cytochrome.. $ A % (0]
@ °8 O State Tree . - . . . . . . . Q3 Structure Tools
MALYGTHSHGLFKKLGI PGPT PLPFLGNI LS Y HKGFCMF DME CHKKY GKVWGE Y DGQQPVLAT TDPDMIKIVLVKECY SVETNRRRFGEVGEMKSAT
& vl 1TQN 1 model 5  © | SIAEDEEWKRIRSLLSPTFTSGKLKEMVPIIAQYGOVIVRNLRREAETGKEVTLKOVEGAYSMOVITSTSFGVNI DSLNNEQDEEVENTKILIAEDE €3 Structure
2 2 42 352 2 272 52 0 12
LDPFFLA T TVEPFLIPS LEVINICVE PREVTNF LRKSVKRMKESRLE D TOKERVDEL QLMI DSONSKETE SHKALSDLELVAOSTI F1 FAGYETTSS
- I Model 1 g ® 2% an s e e 2 e e s 1TQN | Crystal Structure of Human ... [l
Q _ S e
- l Assembly 1 3999 elements oloe| % i Type Assembly
v l Polymer 3766 elements o @ ® Asmid  1: Author Defined Ass...
l Cartoon 0o @ RN 0 Focused -
'I Ligand 49 elements [s ) =
¥, Measurements
l Ball & Stick o ® N -
+ Add =
> l Water 190 elements o @
= @ Components 1TQN
l Ball & Stick 0o ®
) = (1 Preset + Add =
l UnitCell 1222 o ¥
Polymer Catoon @ [T -
~ Add Representation
Cartoon
Ball & Stick
Gaussian Surface
Gaussian Volume
Label
Line
Molecular Surface
Orientation
Point
Putty
Spacefill
. = » Cartoon Representation o @
Ligand Ball &stick ® @O
14:36:24  Created Ball & Stick in 19ms.
14:36:24  Created Ball & Stick in 19ms. Water Ball &Stick ® 0O
g 14:36:24  Updated Structure Focus Representation in 2ms. I B Al N e
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Vizualizace 3D souradic molekuly
Vizualizacni model Ball & Stick
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% Mol* X % Mol* Viewer X 4% Mol* Viewer X | +
& = C @ molstarorg/viewer/ * e :
Sequence of 1TQN | Crystal.. # T:cytochrome.. + A @
N "8 O State Tree LN Structure Tools
1 '“T-{SJ-GL: -c-(LG-PGPT:J.WLGAIILS‘:"-KG“CMEDt-E"' KK"'GKVNGFXZ)aQQF’VLnIT }:I»("'VLVK"CYSVFTN‘-LR:EGPVGMSA-
il l 1TQN 1 mode! g ® Bre mcR].RcLLs"rnsmcr.x:uv:naoycnvwnmx AETGKPV"L‘DVFG%YSMD T srwwm:smmapmrmmﬁnr €3 Structure
B LDPF! FLS.TV'L-FL.TIL_V'J..NI’VFPREVTI\FLPKSV-(RM(E"QLLL/J.JK:'RVL“L.QLMID-JN KETE. 5I"PG.'ILQDLE'LV‘QS"’IFIFAGI”"IZ[‘Sq
™ I Model 1 o ® 1TQN | Crystal Structure of Human ... a
©) _ = I
- I Assembly 1 3999 elements Bl =52 {4 Type Assembly
v l Polymer 3766 elements g @ () Asmid 1: Author Defined Asse...
Cartoon o ¥ RN t ocused -
l Ball & Stick @ £
¥ Measurements
v l Ligand 49 elements (] XY -
+ Add =
l Ball & Stick @
@ Components 1TQN
o l Water 190 elements @ e
= [l Preset + Add Zz 9
l Ball & Stick o @
l UnitCell 1222 o = Polymer 2reps @ [
Ligand BallaStick ® @
Water Ball&Stick ®© @
UnitCell1222 (]
# Volume Streaming 1TON
r
Pozor, ostatni v Enable
mody je nutno o i e
v Enable
Vyp 1 8 Export Animation
14:36:24  Created Ball & Stick in 19ms.
14:36:24  Updated Structure Focus Representation in 2ms.
E I 14:41:17  Created Ball & Stick in 255ms.
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Vizualizace 3D souradic molekuly
VizualizaCni model Line

= (m] X
% Mol* X £% Mol* Viewer X 4% Mol* Viewer X l +
&« > C @ molstar.org/viewer/ e G :
Sequenceof 1TQN |Crystal.. ¢ T:cytochrome.. * A * @
@ 8 O State Tree . . . - - . . . . Xy Structure Tools
MALYGTHSEGLFKKLGI PGPT 2L PFLGNILSYHKGFCMF DMECHKKY GKVWGE Y DEQQPVLAT TDPDMIKIVLVKECY SVETNRRPFGEVGEMKSAT
122 132 142 152 162 172 182 192 202 212
wh l 1TQN 1 model 5 @ | SIAEDEEWKRIRSLISPTFTSGKLKEMVPIIAQYGDVLVRNLRREAETGKEVILKDVEGAYSMOVITSTSFGVNIDSLANPQDPFVENTKKLIAFDE €3 Structure
222 232 242 352 2€2 272 28z 302 312
B LDPFFLSITVEPFLIPILEVLNICVFPREVINFLRKSVKRMKESRLEDTOKERVDFLQLMIDSONSKETESHKALSDLELVAQSIIFIFAGYETTSS
v l Model 1 o @ == A e o S o = o ENOE: 1TQN | Crystal Structure of Human ... a
Q _ = ¢
A l Assembly 1 3999 elements o ® 2 v Type Assembly
v l Polymer 3766 elements g @ ® Asmid 1: Author Defined Asse...
l Cartoon o ¥ RN *
l Ball & Stick o ® =
¥, Measurements
l Line o @ i -
+ Add =
vl Ligand 49 elements 0o @
= @ Components 1TQN
l Ball & Stick i ® o
[ Preset + Add Er R O}
v l Water 190 elements o @
l Ball & Stick o ® Polymer 3reps © [
l UnitCell 1222 o = Ligand Ball&Stick ® [
Water Ball&Stick ®© @0
UnitCell1222 *
# Volume Streaming 1TON
v/ Enable =
# Assembly Symmetry 1TON
v/ Enable
8 Export Animation
f 14:36:24  Updated Structure Focus Representation in 2ms.
14:41:17  Created Ball & Stick in 255ms.
5 14:53:35  Created Line in 53ms.
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Vizualizace 3D souradic molekul
Vizualizacni model Putty

14:41:17  Created Ball & Stick in 255ms.
14:53:35  Created Line in 53ms.

14:54:42  Created Putty in 90ms.
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& Export Animation
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v I Assembly 1 3999 elements o ® 2 5 Type Assembly
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l Cartoon o ® RN Focuse *
l Ball & Stick o = =
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l Line o = B N
+ Add =
l Putty o ®
@ Components 1TON
v l Ligand 49 elements 0o @® e
= [ Preset + Add Z 9
l Ball & Stick o @
N I Water 190 elements g ® Polymer dreps ©® [
l Ball & Stick o @ Ligand Ball&Stick ® [
l UnitCell 1222 o = Water Ball&Stick ®© @O
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# Volume Streaming 1TQN
v/ Enable =
M Assembly Symmetry 1TQN
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Vizualizace 3D souradic molekuly
Vizualizacni model Spacefil

o : L = o X
%2 Mol* X Mol* Viewer X i3 Mol* Viewer X ' +
(&) @ molstar.org/viewer/ S o
Sequence of 1TQN|CrystaI... s 1:cytochrome... s A= @
@~ °8 O State Tree ) Xy Structure Tools
HKG \’.""‘FD’LE\.'H‘»("‘GK\MGFXDJQQEVI.AITD'E‘{IK"'VI_VK_C SV"'TN‘-“R?FGPVG._MKQA_
- l 1TQN 1 mode! g ® iV:IIAo&GEVLVRNlRR:.ALT\.‘{P'V"LKDVFGaXQMZ\V'TQT“FV'VNI'\S.‘ "QD?'VE}.TK.KILRFDE €3 Structure
_V'ku"VF.. VTI\F_RKQV"(R.KE""R‘LLLJ<rKVE”LdJ‘*D—JV KETE S}'K_.IFD'
v I Model 1 o ® 1TQN | Crystal Structure of Human ... a
® =
- I Assembly 1 3999 elements o @® 2 Type Assembly
v, l Polymer 3766 elements o @ Asmid 1: Author Defined Asse...
Cartoon o ¥ & W

l Ball & Stick [ R =
#. Measurements
l Line o = [N
+ Add 5
l Putty 0o ®
@ Components 1TQN
l Spacefill o ® P!
= [ Preset + Add g= 9
> ‘ Ligand 49 elements o @
l Ball & Stick o @ Polymer Sreps ©® @©
v l Water 190 elements o @ Ligand Ball &Stick ® [
l Ball & Stick o @ Water Ball&Stick © [
l UnitCell 1222 g ¥ UnitCell 1222 8
# Volume Streaming 1TON
v/ Enable =
# Assembly Symmetry 1TON
v Enable

& Export Animation

14:53:35  Created Line in 53ms.
14:54:42  Created Putty in 90ms.
14:56:06  Created Spacefill in 26ms.
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Vizualizace povrchu molekuly
Vizualizacni model Molecular Surface

= a X
{:ﬁ Mol* X Mol* Viewer X i:} Mol* Viewer X | -+
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Sequence of 1TQN | Crystal.. #  l:cytochrome.. + A # @
o °8 O State Tree ]y Structure Tools
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v I Model 1 g @® K 2 = e 1TQN | Crystal Structure of Human ... [l
@ = ¢
. I Assembly 1 3999 elements o @ = ¢ Type Assembly
v, l Polymer 3766 elements o @ ® Asmld  1: Author Defined Ass...
l Cartoon g = Q - B B 0
l Gaussian Surface o ® =
#. Measurements
l Gaussian Volume o = B -
+ Add S
l Molecular Surface 0o @
@ Components 1TQN
> l Ligand 49 elements o @ =
) = ! Preset + Add = 9
l Ball & Stick o ®
4 il
- l Water 190 elements o @ Polymer eprs @ [
. _ Molecular Surface
Ball & Stick o @ 5
Orientation
l UnitCell 1222 o ¥ Point
Putty
Spacefill
Non-covalent Interactions
Validation Clashes
Membrane Orientation
» Set Coloring
» Modify by Selection
(® Select This
Edit Label
= » Cartoon Representation o ®
r G ian Surface Rep (AR
14:59:19  Created Gaussian Surface in 597ms. * Gaussian Volume Rep g ®
14:59:36  Created Gaussian Volume in 64ms, * Molecular Surface Representation 0 @
= 14:59:47  Created Molecular Surface in 1.749s.
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Vizualizace povrchu molekuly
Vizualizacni model Gaussian Surface
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e l Model 1 o @ o A 1TQN | Crystal Structure of Human ... [l
O} = ¢
- I Assembly 1 3999 elements o @ £ ¢ Type Assembly
v l Polymer 3766 elements o @ ® Asmid  1: Author Defined Ass...
l Cartoon o ¥ BN F = KA
l Gaussian Surface g ® Z=
¥, Measurements
l Gaussian Volume o = Y .
+ Add 3=
l Molecular Surface 0o ®
@ Components 1TQN
v l Ligand 49 elements 0o @ -
= [l Preset + Add z D
l Ball & Stick o ®
v l Water 190 elements o @ Polymer joe=g @ [FEI =
. _ Molecular Surface
Ball & Stick o @ 3 3
Orientation
l Unit Cell 1222 0o ¥ Point
Putty
Spacefill
Non-covalent Interactions
Validation Clashes
Membrane Orientation
» Set Coloring
» Modify by Selection
® Select This
Edit Label
= » Cartoon Representation [ IR
+ Gaussian Surface Rep g ®
14:59:19  Created Gaussian Surface in 597ms. » Gaussian Volume Rep o ®
14:59:36  Created Gaussian Volume in 64ms, * Molecular Surface Representation 0 &
ek 14:59:47  Created Molecular Surface in 1.749s.
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Vizualizace povrchu molekuly
VizualizaCni model Gaussian Volume

% Mol* X £% Mol* Viewer X 4% Mol* Viewer X | + - = =
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i - l 1TQN 1 mede! o @ SIAEDEEWKRI.RSLLSPTFTSGIQ.KEDNPIIAQYGDVLVRNLRR_AETGKPVTLKDVFGAYSMDVITSTSFGVNIDSLNNPQDPEVENTKKLLRFDE Q Structure
B | LDPE‘E’LSTTV"PFLVPILEVLNICVF E'REVTNFLRKSVKRMKESRLEDTQKI!RVDFLQLMI DSQNSKEILSHKALSDLELVAQSIIFI F AGYETTSS
> l Model 1 o @ R — e ~ 1TQN | Crystal Structure of Human ... ]l
Q | & ¢
- l Assembly 1 3999 elements el 4 Type Assembly
hd l Polymer 3766 elements o @ ® AsmId  1: Author Defined Ass...
l Cartoon o | A RN Nothing Focused Ky
l Gaussian Surface o = =
[ ¥, Measurements
l Gaussian Volume o @ Y .
| + Add =
l Molecular Surface o ®
= [ @ Components 1TON
v l Ligand 49 elements o @ ES
‘ [ Preset + Add E N O]
l Ball & Stick o @
v l Water 190 elements o @ Polymer ooy @ B -
. _ | Molecular Surface
Ball & Stick @ = 5
| Orientation
l Unit Cell 1222 o ¥ Point
Putty
Spacefill

Non-covalent Interactions
Validation Clashes

Membrane Orientation

» Set Coloring
» Modify by Selection
(® Select This

l Edit Label

» Cartoon Representation o ®
* Gaussian Surface Rep [ IR
14:59:19  Created Gaussian Surface in 597ms. S G Rep g @
14:59:36  Created Gaussian Volume in 64ms. * Molecular Surface Representation T &
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14:59:47  Created Molecular Surface in 1.749s.
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Vizualizace experimentalnich dat
Elektronova hustota

= m} X
% Mol* X  $7% Mol* Viewer X 4% Mol* Viewer X | +
- C @ molstar.org/viewer/ i e ° :
Sequence of 1TQN | Crystal.. # T:cytochrome.. 3 A % (©]
@ °8 O State Tree - - - - . ) . L . ] Structure Tools
) HSHGLFKKLGIPGPTPLPFLGNILSYEKGFCMFDMECHK MIKTVLVKECYSVFINRRPFGEVGEMKSAT
2 132 52 172 1 9 02 2
i - l 1TQN 1 mede! o @ ;A}é%EEWKRLRSLLSPTHSGI&.?{%}NPIIRQ;'GDVLVRNLR. TGKPVTLKDVF GAY SMD! -TSTSFGV!’&I%SLNNPQDE‘EVENTZGG’.LR}%E 0 Structure
22 232 42 352 2 272 S2 0 12
B LDP?E’Lg ZTVFPFLZPIiZVI.NICVFE’REVTNFLRKS%KM‘H(ESRL%%}TQKERVEFLQ‘LMIDSQNSKETESHKALS%LELVT—.QSIII?'IQFA(:!:J. T :3
b l Model 1 o ® = e s i = e e e e 1TQN | Crystal Structure of Human ... a
©) 5 ¢
v I Assembly 1 3999 elements o ® 2 4 Type Assembly
v l Polymer 3766 elements g @ @ Asmid  1: Author Defined Asse...
l Cartoon 0o @ BN t Focuse K
b l Ligand 49 elements g @ =
¥, Measurements
l Ball & Stick g ® B .
+ Add =
> l Water 190 elements o ®
@ Components TN
l Ball & Stick o ® ES
= [ Preset + Add ]
l Unit Cell 1222 o ¥
Polymer Catoon ®© @
Ligand Bal &Stick ® [
Water Ball&Stick ®© @O
UnitCell1222 R
# Volume Streaming 1TQN
v/ Enable =
# Assembly Symmetry 1TQN
v/ Enable
@ Export Animation
15:23:00  Created Ball & Stick in 26ms.
15:23:00 Created Ball & Stick in 12ms.
g 15:23:00  Updated Structure Focus Representation in 3ms.
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Vizualizace experimentalnich dat
Elektronova hustota
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Sequence of 1TQN | Crystal.. # T:cytochrome.. 3 A % (©]
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) HSHGLFKKLGIPGPTPLPFLGNILSYEKGFCMFDMECHK MIKTVLVKECYSVFINRRPFGEVGEMKSAT
2 132 52 172 1 9 02 2
i - l 1TQN 1 mede! o @ ;A}é%EEWKRLRSLLSPTHSGI&.?{%}NPIIAQ;'GDVLVRNLR. TGKPVTLKDVF GAY SMD! -TSTSBSV!’&I%SLNNPQDE‘EVENIZGG.LR%%E 0 Structure
22 232 42 352 2 272 S2 0 12
B LDPFE’Lg ZTVE'PFLZPIii‘vLNICVFsREVTNFLRKS%KMﬂ(ESRL%E}TQKERVEFLQ‘LMIDSQNSKETESHKALS%LELVT—.QSIII?'IQFA(:!:J. T :3
b l Model 1 o ® = e s i = e e e e 1TQN | Crystal Structure of Human ... a
©) 5 ¢
v I Assembly 1 3999 elements o ® 2 4 Type Assembly
v l Polymer 3766 elements g @ @ Asmid  1: Author Defined Asse...
l Cartoon 0o @ BN t Focuse K
b l Ligand 49 elements g @ =
¥, Measurements
l Ball & Stick g ® B .
+ Add =
> l Water 190 elements o ®
@ Components TN
l Ball & Stick o ® ES
= [ Preset + Add ]
l Unit Cell 1222 o ¥
Polymer Catoon ®© @
Ligand Bal &Stick ® [
Water Ball&Stick ®© @O
UnitCell1222 R
# Volume Streaming 1TQN
# Assembly Symmetry 1TQN
v/ Enable
@ Export Animation
15:23:00  Created Ball & Stick in 26ms.
15:23:00 Created Ball & Stick in 12ms.
g 15:23:00  Updated Structure Focus Representation in 3ms.
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Vizualizace experimentalnich dat
Elektronova hustota

= O X
% Mol* X % Mol* Viewer X 4% Mol* Viewer X | +
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& vl 1TQN 1 mode o ® STAEDEE BMLR=LLSBTHSGKLK:1N=IIAQ‘:GDVLVRNLRLAETGKW‘LKDVFGAYS}DVvTsr:Er‘VNI:»SLmI“QJPmrmmfn: €3 Structure
B LDPFFLATY -rEL-:IL‘ﬁNIWEDREVThFLRKSV:»{R{ﬂ(EqRLnLu«mvcrr'th ONSKETESHKALSDE nv;@s'rz-mm,pub &
> l Model 1 o ® == o =2 e ne 1TQN | Crystal Structure of Human ...  [Jl
@ _ 5 ¢
he l Assembly 1 3999 elements o @ = {4 Type Assembly
v l Polymer 3766 elements g @ ® Asmid 1: Author Defined Ass...
l Cartoon 0o @ RN 0 Focusec *
> l Ligand 49 elements g @ =
#. Measurements
l Ball & Stick i ® B =
+ Add E
v l Water 190 elements o ®
@ Components 1TON
l Ball & Stick o e o
= [ Preset + Add =
v l Volume Server 1tgn o @
- l Volume Streaming Selec... O @ Polymer Camonl) @
l UnitCell 1222 [ I Ligand Ball &Stick ® @
Water Ball &Stick @ 0O
UnitCell 1222 N
# Volume Streaming 1TQN
+ 2Fo-Fco ® 15 ©
+ Fo-Fe(+ve) o [ ] 3 @
+ Fo-Fc(-ve)o o 3 ©
Entry 1tgn
View Around Focus
c Nothing to Update
. » Controls Help
15:24:41  Updated 1.5 g [2fo-fc] in Tms.
15:24:41  Updated 3 g [fo-fc(+ve)] in Oms. M Assembly Symmetry 1TON
15:24:41  Updated -3 o [fo-fc(-ve)] in Oms.
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Vizualizace experimentalnich dat
Elektronova hustota
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Vizualizace experimentalnich dat
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Vizualizace anotaci
Obarveni podle viastnosti
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Vizualizace anotaci
Obarveni podle vlastnosti - hydrofobicita
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Vizualizace anotaci
Obarveni podle viastnosti — kvalita
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Vizualizace anotaci
Obarveni podle vlastnosti - kvalita
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Vizualizace proteinovych assemblies
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Vizualizace anotaci
Obarveni podle vlastnosti - hydrofobicita
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Prikladani struktur
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Prikladani struktur
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Prikladani struktur — PDB a AlphaFold

Pairwise Structure Alignment

Help

» Compare Protein Structures

Chain ID Description Organism Sequence Length Modeled Residues
I AF-QILFP6-F1 A N/A N/A 367 367
I 7QPC A Auxin efflux carrier component 8 Arabidopsis thaliana 376 327

SEQUENCE ALIGNMENT SCORES

AF-QOLFPE..
TAPC A

https://www.rcsb.org/alignment/
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