Motivating examples of graphs



Graph modeling of COVID-19
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Comparative genomics (and not only)
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https://jokergoo.github.io/2020/11/27/
visualize-relations-between-genes-and-pathways/

https://circos.ca/intro/genomic_data/


https://jokergoo.github.io/2020/11/27/
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Francesconi et al., Reconstructing networks of pathways via significance
analysis of their intersections. BMC Bioinformatics. 2008, 9:S9
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