







Přeskočit na horní lištuPřeskočit na hlavičkuPřeskočit na obsahPřeskočit na patičku

	

	
		
			
	
		
			
				
				
	
		
			
			

			
				
			

		

	

	


EN
			

		

	


			
			
	
		
	

	
		
		
        

        



	



	
		
		
	



	
		  > Publikace > Alternative Reliable Method for Cytochrome P450 2D6 Poor Metabolizers Genotyping
	



	
		
Alternative Reliable Method for Cytochrome P450 2D6 Poor Metabolizers Genotyping

	

	
		

	




	
		
			
		

	



		

		
	
	
			PINDUROVÁ, Eva, Alexandra ŽOURKOVÁ, Jana ZRŮSTOVÁ, Jan JUŘICA a Antonín PAVELKA. Alternative Reliable Method for Cytochrome P450 2D6 Poor Metabolizers Genotyping. Molecular Biotechnology. Totowa: Humana Press, 2013, roč. 53, č. 1, s. 29-40. ISSN 1073-6085. doi:10.1007/s12033-012-9510-2.
	

				
				Další formáty:  
				BibTeX
				LaTeX
				RIS
				

				@article{981978,
   author = {Pindurová, Eva and Žourková, Alexandra and Zrůstová, Jana and Juřica, Jan and Pavelka, Antonín},
   article_location = {Totowa},
   article_number = {1},
   doi = {http://dx.doi.org/10.1007/s12033-012-9510-2},
   keywords = {High resolution melting analysis; CYP2D6; poor metabolizers; SNP; short amplicon; melting curve},
   language = {eng},
   issn = {1073-6085},
   journal = {Molecular Biotechnology},
   title = {Alternative Reliable Method for Cytochrome P450 2D6 Poor Metabolizers Genotyping},
   url = {http://link.springer.com/article/10.1007%2Fs12033-012-9510-2},
   volume = {53},
   year = {2013}
}



				TY  - JOUR
ID  - 981978
AU  - Pindurová, Eva - Žourková, Alexandra - Zrůstová, Jana - Juřica, Jan - Pavelka, Antonín
PY  - 2013
TI  - Alternative Reliable Method for Cytochrome P450 2D6 Poor Metabolizers Genotyping
JF  - Molecular Biotechnology
VL  - 53
IS  - 1
SP  - 29-40
EP  - 29-40
PB  - Humana Press
SN  - 10736085
KW  - High resolution melting analysis
KW  - CYP2D6
KW  - poor metabolizers
KW  - SNP
KW  - short amplicon
KW  - melting curve
UR  - http://link.springer.com/article/10.1007%2Fs12033-012-9510-2
L2  - http://link.springer.com/article/10.1007%2Fs12033-012-9510-2
N2  - High-resolution melting curve analysis (HRM) of polymerase chain reaction (PCR) amplicons has been described as a fast, cheap and reliable closed-tube method of genotyping with no need for labeled primers or labeled probes. We adapted this melting analysis assay for the detection of the most common nonfunctional alleles of cytochrome P-450 (CYP) 2D6 in the Caucasian population that affect the metabolism of many commonly used drugs. We used this method to genotype 91 patients under paroxetine therapy. The presence and constitution of the most common single-nucleotide polymorphisms (1846G>A, 2988G>A, 100C>T, 2549delA, 2615_2617delAAG, 1707delT) in poor and intermediate metabolizers from the Caucasian population were detected in short amplicons 148 bp). After fluorescence normalization, the wild-type, homozygous and heterozygous samples were easily distinguishable from each other by their specific melting curve shape. A total of 92.6% of the 1846G>A heterozygotes, 96 % of the 100C>T heterozygotes and 100 % of the 2988G>A, 2549delA, 2615_2617delAAG and 1707delT heterozygotes have been correctly distinguished from the wild types. One hundred percent of all the homozygotes in this group of patients have been detected without any error. HRM of short amplicons is a simple tool for effective, rapid and reliable CYP2D6 genotyping that does not require real-time PCR, labeled probes, processing or any separations after PCR. The reaction is performed in a closedtube system and is highly specific and sensitive. We proved that this technique is highly reliable for use in routine diagnostics.
ER  - 



				PINDUROVÁ, Eva, Alexandra ŽOURKOVÁ, Jana ZRŮSTOVÁ, Jan JUŘICA a Antonín PAVELKA. Alternative Reliable Method for Cytochrome P450 2D6 Poor Metabolizers Genotyping. \textit{Molecular Biotechnology}. Totowa: Humana Press, 2013, roč.~53, č.~1, s.~29-40. ISSN~1073-6085. doi:10.1007/s12033-012-9510-2.

				



			Základní údaje
	Originální název	Alternative Reliable Method for Cytochrome P450 2D6 Poor Metabolizers Genotyping
	Autoři	PINDUROVÁ, Eva (203 Česká republika, domácí), Alexandra ŽOURKOVÁ (203 Česká republika, garant, domácí), Jana ZRŮSTOVÁ (203 Česká republika), Jan JUŘICA (203 Česká republika, domácí) a Antonín PAVELKA (203 Česká republika, domácí).
	Vydání	 Molecular Biotechnology, Totowa, Humana Press, 2013, 1073-6085. 


			Další údaje
	Originální jazyk	angličtina
	Typ výsledku	Článek v odborném periodiku
	Obor	30100 3.1 Basic medicine
	Stát vydavatele	Spojené státy
	Utajení	není předmětem státního či obchodního tajemství
	WWW	 URL
	Impakt faktor	Impact factor: 2.275
	Kód RIV	RIV/00216224:14740/13:00065563
	Organizační jednotka	Středoevropský technologický institut
	Doi	http://dx.doi.org/10.1007/s12033-012-9510-2
	UT WoS	000312640400004
	Klíčová slova anglicky	High resolution melting analysis; CYP2D6; poor metabolizers; SNP; short amplicon; melting curve
	Příznaky	Mezinárodní význam, Recenzováno
	Změnil	Změnil: doc. PharmDr. Jan Juřica, Ph.D., učo 14537. Změněno: 13. 3. 2018 11:52.

	Anotace
	High-resolution melting curve analysis (HRM) of polymerase chain reaction (PCR) amplicons has been described as a fast, cheap and reliable closed-tube method of genotyping with no need for labeled primers or labeled probes. We adapted this melting analysis assay for the detection of the most common nonfunctional alleles of cytochrome P-450 (CYP) 2D6 in the Caucasian population that affect the metabolism of many commonly used drugs. We used this method to genotype 91 patients under paroxetine therapy. The presence and constitution of the most common single-nucleotide polymorphisms (1846G>A, 2988G>A, 100C>T, 2549delA, 2615_2617delAAG, 1707delT) in poor and intermediate metabolizers from the Caucasian population were detected in short amplicons 148 bp). After fluorescence normalization, the wild-type, homozygous and heterozygous samples were easily distinguishable from each other by their specific melting curve shape. A total of 92.6% of the 1846G>A heterozygotes, 96 % of the 100C>T heterozygotes and 100 % of the 2988G>A, 2549delA, 2615_2617delAAG and 1707delT heterozygotes have been correctly distinguished from the wild types. One hundred percent of all the homozygotes in this group of patients have been detected without any error. HRM of short amplicons is a simple tool for effective, rapid and reliable CYP2D6 genotyping that does not require real-time PCR, labeled probes, processing or any separations after PCR. The reaction is performed in a closedtube system and is highly specific and sensitive. We proved that this technique is highly reliable for use in routine diagnostics.


					Návaznosti
	ED1.1.00/02.0068, projekt VaV	Název: CEITEC - central european institute of technology
	MUNI/A/0750/2012, interní kód MU	Název: Vyzkum FI v oblastech aplikovane informatiky (Akronym: FI_Apl_Inf_2013)
	Investor: Masarykova univerzita, Vyzkum FI v oblastech aplikovane informatiky, DO R. 2020_Kategorie A - Specifický výzkum - Studentské výzkumné projekty
	NS9676, projekt VaV	Název: Vliv farmakogenetických a farmakokinetických faktorů na účinnost a bezpečnost terapie prvních epizod schizofrenie
	Investor: Ministerstvo zdravotnictví ČR, Vliv farmakogenetických a farmakokinetických faktorů na účinnost a bezpečnost terapie prvních epizod schizofrenie


			


VytisknoutZobrazeno: 13. 3. 2024 10:10



		
		
			
	
		

	Další aplikace

		Publikace
	Informační systém





	

	
		
			
	IS MU
	
		Informační systém Masarykovy univerzity
		
			Více o IS MU, provozuje Fakulta informatiky MU
		

		
	




	
	Potřebujete poradit?
	istechfimunicz


	
		Nápověda
	

	
		
			
				
			

		

	




	
		13. 3. 2024 | 10:10
		Aktuální datum a čas
	

	
	
	Použití cookiesPřístupnost





			

			

		

		
			Nahoru
		
	

		

	










